ABSTRACT The phytopathogen Pantoea stewartii subsp. stewartii DC283 causes Stewart's wilt disease in corn after transmission from the corn flea beetle insect vector. Here, we report that the complete annotated genome of P. stewartii DC283 has been fully assembled into one circular chromosome, 10 circular plasmids, and one linear phage.
III secretion systems that play important roles in the colonization of insect and plant hosts (11) were found to be located on two separate megaplasmids. In addition, a 66-kb region was newly assembled in this genome compared to the reference genome.
Accession number(s).
The annotated genome assembly of P. stewartii DC283 is available in GenBank under accession numbers CP017581 to CP017592.
